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High—throughput Sequencing Analysis of Soil Microbial Community
Structure Changes in Morchella vulgaris—Stropharia rugosannulata Rotation

DENG Ying-lian, ZHAO Chang—lin"
( College of Biodiversity Conservation, Southwest Forestry University, Kunming 650224, China )

Abstract: The high—-throughput sequencing Illumina Novaseq was used to analyze the changes of soil microorganisms in
the M. sextelata—-S. rugosannulata rotation, and the effect of S. rugosannulata rotation on the structure and diversity of the soil
microbial community of Morchella was explored. The results showed that: (1) The Simpson and Shannon indices of the diversity of
bacterial and fungal communities were significantly improved after S. rugosannulata rotation. The composition of soil microbial
community did not change significantly after cultivation of M. sextelata and S. rugosannulata. However, there were significant
differences in the relative abundance. (2) the dominant bacterial groups in the original soil of M. sextelata (ydj0), one—year soil
of M. sextelata (ydjl) and one—year soil of S. rugosannulata (csrl) were Proteobacteria and belonging to Gemmatimonadaceae,
and the dominant fungal group was Ascomycota. However, the dominant genera of bacteria in the three soil samples were
Pseudomonas, Sphingomonas and Gemmatimonadaceae. (3) Compared with ydj1, the relative abundances of Bacteroidota,
Chitinophagaceae and Chaetomium in csrl were significantly increased, while the relative abundances of Myxococcota,
Gemmatimonas, Basidiomycota and Tausonia were significantly lower than that of ydj1. The relative abundances of most bacterial
groups in the soils of csrl were opposite to that in ydjl. The studies have shown that M. sextelata—S. rugosannulata rotation can
improve the species diversity of the Morchella soil microbial community, and effectively adjust the balance of the Morchella
microbial community structure in the soil. Comprehensive analysis showed that the cultivated S. rugosannulata has a certain
remediation effect on the cultivation soil of Morchella, but the remediation mechanism needs to be further studied.

Key words: High—throughput sequencing; Morchella sextelata; Stropharia rugosannulata; Continuous cropping obstacle;

Bacteria; Fungus
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