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Abstract

The Basidiomycota constitutes a major phylum of the kingdom Fungi and is second in species numbers to the Ascomycota.
The present work provides an overview of all validly published, currently used basidiomycete genera to date in a single
document. An outline of all genera of Basidiomycota is provided, which includes 1928 currently used genera names, with
1263 synonyms, which are distributed in 241 families, 68 orders, 18 classes and four subphyla. We provide brief notes for
each accepted genus including information on classification, number of accepted species, type species, life mode, habitat,
distribution, and sequence information. Furthermore, three phylogenetic analyses with combined LSU, SSU, 5.8s, rpbl,
rpb2, and efl datasets for the subphyla Agaricomycotina, Pucciniomycotina and Ustilaginomycotina are conducted,
respectively. Divergence time estimates are provided to the family level with 632 species from 62 orders, 168 families and
605 genera. Our study indicates that the divergence times of the subphyla in Basidiomycota are 406-430 Mya, classes are
211-383 Mya, and orders are 99-323 Mya, which are largely consistent with previous studies. In this study, all phylo-
genetically supported families were dated, with the families of Agaricomycotina diverging from 27-178 Mya, Puccin-
iomycotina from 85-222 Mya, and Ustilaginomycotina from 79-177 Mya. Divergence times as additional criterion in
ranking provide additional evidence to resolve taxonomic problems in the Basidiomycota taxonomic system, and also
provide a better understanding of their phylogeny and evolution.
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tains supplementary material, which is available to autho-

rized users. The Outlines of the Fungi provide essential taxonomic

information which are easy to use by workers in various
disciplines incorporating mycological fields (Wijayawar-
dene et al. 2017, 2018a, b). In the Kingdom Fungi, the
Extended author information available on the last page of the article phyla Ascomycota and Basidiomycota cover around 97%
of all fungal species (Willis 2018). Wijayawardene et al.

< Rui-Lin Zhao
zhaorl@im.ac.cn

Published online: 27 November 2019 A Springer



